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Sequences producing significant alignments 


Score E 
(bits) Value 


5323811 qb | AAA21037 . 1 | 
1246371 | dbj IBAA09974. 
1724052 | qb| AAB40071. 1 
1009261 | dbj IBAA07091. 
532455 | qb | AAA21074 . 1 | 
1009257 | dbj IBAA07089. 
974347 | qb | AAB40038 . 1 | 
232 6455 | emb I CAA.72 801 . 
1765870 | dbj IBAA13616. 
3550763 | dbj IBAA32666. 
6002651 dbj IBAA13617.1 
17658791 dbj I BAA13621 . 
10092711 dbj I BAA07271 . 
21670895 | dbj IBAC02457 
17658681 dbj I BAA.13615 . 
14161281 | qb I AAK54688 . 
35507651 dbj I BAA32667 . 
1009263 | dbj IBAA07092. 
10666201 qb | AAC42194. 1 
35507611 dbj 1BAA32665. 
1009259 | dbj IBAA07090. 
10666041 qb | AAC42186 . 1 
601937 | dbj I BAA06739 . 1 


polyprotein 

1 1 polyprotein [Hepatitis C virus] 

J_ core protein [Hepatitis C virus] 

1 | core, env and part of E2/NS1 [He 
polyprotein 

1 | core, env, and part of E2/NS1 [He 
core protein [Hepatitis C virus ty 
1 1 polyprotein [Hepatitis C virus t 
1 1 core, env, and part of E2/NS1 [He 
1 1 polyprotein [Hepatitis C virus] 

J_ core, env and part of E2/NS1 [Hep 
1 [ core, env and part of E2/NS1 [He 
1 1 core, env and part of E2/NS1 [He 
. 1 1 polyprotein [Hepatitis C virus 
1 1 core, env and part of E2/NS1 [He 
1 1 polyprotein [Hepatitis C virus] 

1 1 polyprotein [Hepatitis C virus] 

1 1 core, env and part of E2/NS1 [He 
X core protein 

1 1 polyprotein [Hepatitis C virus] 

1 1 core, env and part of E2/NS1 [He 
X core protein 

X core, env and part of E2/NS1 [Hep 


77 le-13 
77 le-13 
7J> 2e-13 
76 2e-13 
76 2e-13 
75 3e-13 
75 3e-13 
75 3e-13 
75 4e-13 
75 4e-13 
75 4e-13 
75 4e-13 
75 4e-13 
75 4e-13 
75 4e-13 
75 4e-13 
75 5e-13 
75 5e-13 
75 5e-13 
75 5e-13 
75 5e-13 
75 5e-13 
75 5e-13 
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1765889 1 dbj | BAA13626.il 


core, env and 
17658831 dbj | BAA13623. 1 | core, env and 
532457 | qb | AAA21075 . 1 | polyprotein 
3550759 | dbj | BAA32664 . 1 | polyprotein 
532459 | qb | AAA21076. 1 | polyprotein 
532465 | qb | AAA21079 . 1 | polyprotein 
1246377 | dbj | BAA09976. 1 | polyprotein 
14808511 qb | AAB88630 . 1 | polyprotein 
532383 | qb | AAA21038 . 1 | polyprotein 
532463 | qb | AAA21078.il polyprotein 


part 

part 


of 

of 


E2/NS1 

E2/NS1 


[He. 

[He. 


[Hepatitis C virus] 


[Hepatitis C virus] 


21670857 |dbj IBAC02438. 1 1 


1765866 | dbj | BAA13614.il 


3283982 | qb | AAC25417.il 


1765875 | dbj | BAA13619.il 


1765877 | dbj |BAA13620.1| 


18148524 | dbj IBAB83298.1 


21670875 | dbj IBAC02447.1 


1009265 | dbj | BAA07093.il 


1009267 | dbj | BAA07094.il 


18148498 | dbj IBAB83285.1 


18148512 |dbj IBAB83292.il 


21670879 | dbj IBAC02449.1 


18148514 | dbj IBAB83293.1 


18148506 | dbj | BAB83289.il 


18148725 | dbj IBAB83394.1 


18148534 | dbj IBAB83303.1 


polyprotein [Hepatitis C virus . 
core, env and part of E2/NS1 [He. 
core protein [Hepatitis C virus] 
core, env and part of E2/NS1 [He. 
core, env and part of E2/NS1 [He. 
core protein [Hepatitis C virus] 
polyprotein [Hepatitis C virus . 
core, env and part of E2/NS1 [He. 
core, env, and part of E2/NS1 [He. 
core protein [Hepatitis C virus, 
core protein [Hepatitis C virus] 
polyprotein [Hepatitis C virus . 
core protein [Hepatitis C virus] 
[Hepatitis C virus. 
[Hepatitis C virus] 
[Hepatitis C virus] 


1480853 | qb | AAB88631.il 


25804211 dbj |BAA23132.1| 


core protein 
core protein 
core protein 
polyprotein 
polyprotein [Hepatitis 
polyprotein [Hepatitis 


virus] 

virus] 


1009255 | dbj | BAA07088.il 
532445 | qb | AAA21069 . 1 | polyprotein 
14808551 qb | AAB88632 . 1 | polyprotein 

974349 | qb | AAB40039 . 1 | core protein [Hepatitis C virus ty. 
22524901 emb | CAA72338 . 1 1 HCV polyprotein [Hepatitis C vir. 
14808571 qb | AAB88633 . 1 | polyprotein 

216708931 dbj | BAC02456 . 1 | polyprotein [Hepatitis C virus . 
379619281 qb | AAP69953 . 1 | polyprotein [Hepatitis C virus] 
275313101 dbj | BAC54267 . 1 | poly protein [Hepatitis C virus. 


532461 | qb | AAA21077 . 1 | polyprotein 

1765891 | dbj | BAA13627.il core, env and part of E2/NS1 [He. 
98647991 qb | AAB32183 . 2 | putative core protein [Hepatitis . 
233288661 qb | AAC42195 . 2 | core protein [Hepatitis C virus] 
11830311 dbj | BAA09891 . 1 | polyprotein [Hepatitis C virus] 
913996 | qb | AAB34375 . 1 | polyprotein [Hepatitis C virus] 
424117751 qb | AAS15412 . 1 | core protein [Hepatitis C virus] 
532385 | qb | AAA21039 . 1 | polyprotein >gi | 42411745 | gb | AAS153 . 

nucleocapsid protein [synthetic c. 

core protein [Hepatitis C virus] 
core structural protein 
core protein [Hepatitis 
core protein [Hepatitis 
unnamed protein product 
core protein [Hepatitis 
[Hepatitis 
[Hepatitis 


296898 | emb | CAA50610.il 


42411777 | qb|AAS15413. 1| 


7274365 | qb IAAF44740.1I 


424115651 qb | AAS15307 . 1 | 


13958007 | qb IAAK50756.1I 


1944376 | dbj IBAA19625.il 


42411147 | qb | AAS15098.il 


27544244 | dbj IBAC54896.1 


42411769 | qb|AAS15409. 1| 


1066588 | qb | AAC42178.il 


polyprotein 
core protein 
core protein 
core protein 

core protein [Hepatitis C 
130458 | sp | P26663 | POLG HCVBK Genome polyprotein 


[Hepatiti . 
C virus] 

C virus] 
[Hepatit . 
C virus] 

C virus] 

C virus] 


139579991 qb | AAK50752 . 1 | 


974345 | qb | AAB40037 . 1 | 


[Hepatitis C virus] . 

virus ty. 
[Contains . 


532395 | qb | AAA21044.il 


7650242 | qb | AAF65952 . 1 1 


polyprotein 

polyprotein 


[Hepatitis C virus] 
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ak 

I 27531322 | dbj | BAC54273 . 1 

poly protein [Hepatitis C virus... 

72 

3e-12 


| 7650248 | Qb | AAF65955 . 1 1 

polyprotein [Hepatitis C 

virus] 

72 

3e-12 

qj 

| 5918 963 |qb IAAD56197.1I 

polyprotein [Hepatitis C 

virus] 

72 

3e-12 

qi 

15918961 |qb IAAD56196.1I 

polyprotein [Hepatitis C 

virus] 

72 

3e-12 

qj 

| 7650224 | qb | AAF65943 . 1 1 

polyprotein [Hepatitis C 

virus] 

72 

3e-12 

qi 

I 320211 1 pir | | JH0711 qenome polyprotein - hepatitis C viru... 

72 

3e-12 

qi 

| 7650256 | qb | AAF65959 . 1 1 

polyprotein [Hepatitis C 

virus] 

72 

4e-12 

qj 

| 42411919 | qb | AAS 154 84.11 

core protein [Hepatitis 

C virus] 

72 

4e-12 

qj 

1216708651 dbj IBAC02442.1 

polyprotein [Hepatitis 

C virus . . . 

72 

4e-12 

qi 

I 794209 | qb | AAA65812 . 1 1 precursor protein 


72 

4e-12 

qi 

11765887 | dbj |BAA13625.1| 

core, env and part of E2/NS1 [He... 

72 

4e-12 

qi 

| 5918939 |qb IAAD56185.il 

polyprotein [Hepatitis C 

virus] 

72 

4e-12 

qi 

15918937 |qb IAAD56184.il 

polyprotein [Hepatitis C 

virus] 

72 

4e-12 

qi 

| 42411423 | qb | AAS15236 . 1 1 

core protein [Hepatitis 

C virus] 

72 

4e-12 

qj 

| 42411673 | qb | AAS 153 61 . 1 1 

core protein [Hepatitis 

C virus] . . . 

72 

4e-12 

qj 

110092691 dbj | BAA07095.il 

core, env and part of E2/NS1 [He... 

72 

4e-12 

qi 

117658851 dbj | BAA13624.il 

core, env and part of E2/NS1 [He... 

72 

4e-12 


Alignments 


t selected ^^uencesr -"'VI ;*:• ^eig^ail ^ 


D > qi | 532381 1 qb | AAA21037 . 1 1 polyprotein 
Length = 191 

Score = 76.6 bits (187), Expect = le-13 
Identities = 36/36 (100%), Positives = 36/36 (100%) 

Query: 19 RAIEDGINYATGNLPGCS FS I FLLALLSCLTTPASA 54 
RAIEDGINYATGNLPGCSFSIFLLALLSCLTTPASA 
Sb jet : 156 RAIEDGINYATGNLPGCS FS I FLLALLSCLTTPASA 191 


□ > qi | 12463711 dbj | BAA0997 4 . 1 1 polyprotein [Hepatitis C virus] 

Length = 191 

Score = 76.6 bits (187), Expect = le-13 
Identities = 36/36 (100%), Positives = 36/36 (100%) 

Query: 19 RAI E DGI N Y AT GNLPGCSFS I FLLALLSCLTTPASA 54 
RAIEDGINYATGNLPGCSFSI FLLALLSCLTTPASA 
Sb jet : 156 RAIEDGINYATGNLPGCSFSI FLLALLSCLTTPASA 191 


D > qi 11724052 1 qb | AAB40071 . 1 1 core protein [Hepatitis C virus] 
Length = 191 

Score = 75.9 bits (185), Expect - 2e-13 
Identities = 35/36 (97%), Positives = 36/36 (100%) 

Query: 19 RAIEDGINYATGNLPGCSFSI FLLALLSCLTTPASA 54 
RAI EDG+NYAT GNLPGCSFS I FLLALLSCLTTPASA 
Sbjct: 156 RAI EDGVNYAT GNLPGCSFS I FLLALLSCLTTPASA 191 
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D > qi 110092611 dbj | BAA07091 . 1 1 core, env and part of E2/NS1 [Hepatitis C virus] 
Length = 414 

Score = 75.9 bits (185), Expect = 2e-13 
Identities = 36/36 (100%), Positives = 36/36 (100%) 

Query: 19 RAIEDGINYATGNLPGCSFSIFLLALLSCLTTPASA 54 
RAIEDGINYATGNLPGCSFSIFLLALLSCLTTPASA 
Sbjct: 156 RAIEDGINYATGNLPGCSFSIFLLALLSCLTTPASA 191 


□ > qi | 532455 | qb | AAA21074 . 1 [ polyprotein 
Length = 191 

Score = 75.9 bits (185), Expect = 2e-13 
Identities = 35/36 (97%), Positives = 36/36 (100%) 

Query: 19 RAIEDGINYATGNLPGCSFSIFLLALLSCLTTPASA 54 
RA+EDGINYATGNLPGCSFSIFLLALLSCLTTPASA 
Sbjct: 156 RAVEDGINYATGNLPGCSFSIFLLALLSCLTTPASA 191 


□ > qi 1 1009257 | dbj | BAA07089 . 1 1 core, env, and part of E2/NS1 [Hepatitis C virus] 
Length = 414 

Score = 75.5 bits (184), Expect = 3e-13 
Identities = 36/36 (100%), Positives = 36/36 (100%) 

Query: 19 RAIEDGINYATGNLPGCSFSIFLLALLSCLTTPASA 54 
RAIEDGINYATGNLPGCSFSIFLLALLSCLTTPASA 
Sbjct: 156 RAIEDGINYATGNLPGCSFSIFLLALLSCLTTPASA 191 


□ > qi | 974347 | qb | AAB40038 . 1 | core protein [Hepatitis C virus type 6] 
Length = 191 

Score = 75.5 bits (184), Expect = 3e-13 
Identities = 35/36 (97%), Positives = 35/36 (97%) 

Query: 19 RAIEDGINYATGNLPGCSFSIFLLALLSCLTTPASA 54 
RAI EDGINYATGNLPGCS FS I FLLAL SCLTTPASA 
Sbjct: 156 RAI EDGINYATGNLPGCS FS I FLLALFSCLTT PAS A 191 


□ > qi | 2326455 | emb | CAA72801 . 1 1 polyprotein [Hepatitis C virus type 6a] 
Length = 3018 

Score = 75.5 bits (184), Expect = 3e-13 
Identities = 36/36 (100%), Positives = 36/36 (100%) 

Query: 19 RAIEDGINYATGNLPGCSFSIFLLALLSCLTTPASA 54 
RAIEDGINYATGNLPGCSFSIFLLALLSCLTTPASA 
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Sb jet : 156 RAIEDGINYATGNLPGCSFSIFLLALLSCLTTPASA 191 


D > qi 117 6587 01 dbj ] BAA13616 . 1 1 core, env, and part of E2/NS1 [Hepatitis C virus] 
Length = 415 

Score = 75.1 bits (183), Expect = 4e-13 
Identities = 35/36 (97%), Positives = 36/36 (100%) 

Query: 19 RAIEDGINYATGNLPGCSFSIFLLALLSCLTTPASA 54 
RA+EDGINYATGNLPGCSFSIFLLALLSCLTTPASA 
Sb jet : 156 RAVEDGINYATGNLPGCS FS I FLLALLSCLTTPASA 191 


□ > qi | 3550763 | dbj | BAA32666 . 1 1 polyprotein [Hepatitis C virus] 
Length - 3016 

Score = 75.1 bits (183), Expect = 4e-13 
Identities = 36/36 (100%), Positives = 36/36 (100%) 

Query: 19 RAIEDGINYATGNLPGCSFS I FLLALLSCLTTPASA 54 
RAIEDGINYATGNLPGCSFSI FLLALLSCLTTPASA 
Sbjct: 156 RAIEDGINYATGNLPGCS FS I FLLALLSCLTTPASA 191 


D > qi | 600265 | dbj 1 BAA13617 . 1 1 core, env and part of E2/NS1 [Hepatitis C virus] 
Length = 414 

Score = 75.1 bits (183), Expect = 4e-13 
Identities = 36/36 (100%), Positives = 36/36 (100%) 

Query: 19 RAIEDGINYATGNLPGCSFSI FLLALLSCLTTPASA 54 
RAIEDGINYATGNLPGCSFSI FLLALLSCLTTPASA 
Sbjct: 156 RAIEDGINYATGNLPGCSFS I FLLALLSCLTTPASA 191 


D > qi |17 6587 9| dbj | BAA13621 . 1 1 core, env and part of E2/NS1 [Hepatitis C virus] 

Length = 414 

Score = 75.1 bits (183), Expect = 4e-13 
Identities = 36/36 (100%), Positives = 36/36 (100%) 

Query: 19 RAIEDGINYATGNLPGCSFS I FLLALLSCLTTPASA 54 
RAIEDGINYATGNLPGCSFS I FLLALLSCLTTPASA 
Sbjct: 156 RAIEDGINYATGNLPGCSFS I FLLALLSCLTTPASA 191 


D > qi | 1009271 1 dbj | BAA07271 . 1 1 core, env and part of E2/NS1 [Hepatitis C virus] 
Length = 414 

Score = 75.1 bits (183), Expect = 4e-13 
Identities = 35/36 (97%), Positives = 35/36 (97%) 
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Query: 
Sbjct : 



19 RAIEDGINYATGNLPGCSFSIFLLALLSCLTTPASA 54 
R IEDGINYATGNLPGCSFSIFLLALLSCLTTPASA 
156 RVIEDGINYATGNLPGCSFSIFLLALLSCLTTPASA 191 


D > qi 12167 08951 dbj | BAC02457 . 1 1 polyprotein [Hepatitis C virus type lb] 

Length = 191 

Score = 75.1 bits (183), Expect = 4e-13 
Identities = 34/36 (94%), Positives = 36/36 (100%) 

Query: 19 RAIEDGINYATGNLPGCSFSIFLLALLSCLTTPASA 54 
RA+EDG+NYATGNLPGCSFSIFLLALLSCLTTPASA 
Sbjct: 156 RALEDGVNYATGNLPGCSFSIFLLALLSCLTTPASA 191 


□ > qi |17 65868| dbj | BAA13615 . 1 1 core, env and part of E2/NS1 [Hepatitis C virus] 
Length = 414 

Score = 74.7 bits (182), Expect - 4e-13 
Identities = 35/36 (97%), Positives = 36/36 (100%) 

Query: 19 RAIEDGINYATGNLPGCSFSIFLLALLSCLTTPASA 54 

RAIEDG+NYATGNLPGCSFSIFLLALLSCLTTPASA 
Sbjct: 156 RAI EDGVNYATGNLPGCS FS I FLLALLS CLTT PAS A 191 


D > qi | 141612811 qb | AAK5468 8 . 1 1 polyprotein [Hepatitis C virus] 

Length = 195 

Score = 74.7 bits (182), Expect = 4e-13 
Identities = 34/36 (94%), Positives = 35/36 (97%) 

Query: 19 RAI EDGINYATGNLPGCSFS I FLLALLS CLTT PAS A 54 
RA+EDGINYATGNLPGCS FS I FLLALLSCLT PASA 
Sbjct: 156 RAVEDGINYATGNLPGCSFSIFLLALLSCLTVPASA 191 


D > qi ]35507 65| dbj | BAA32 667 . 1 1 polyprotein [Hepatitis C virus] 
Length = 3015 

Score = 74.7 bits (182), Expect = 5e-13 
Identities = 35/36 (97%), Positives = 36/36 (100%) 

Query: 19 RAI EDGINYATGNLPGCSFS I FLLALLS CLTT PASA 54 
RAI EDG+NYATGNLPGCS FS I FLLALLS CLTT PASA 
Sbjct: 156 RAI EDGVNYATGNLPGCS FS I FLLALLS CLTT PASA 191 


□ > qi 110092 631 dbj | BAA07092 . 1 1 core, env and part of E2/NS1 [Hepatitis C virus] 
Length = 414 

Score = 74.7 bits (182), Expect = 5e-13 
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Identities = 35/36 (97%), Positives = 36/36 (100%) 

Query: 19 RAIEDGINYATGNLPGCSFSIFLLALLSCLTTPASA 54 
RA+EDGINYATGNLPGCS FS I FLLALLSCLTTPASA 
Sbjct: 156 RALEDGINYATGNLPGCS FS I FLLALLSCLTTPASA 191 


O > qi 1 106662 0 | qb | AAC42194 . 1 1 core protein 
Length = 319 

Score = 74.7 bits (182), Expect = 5e-13 
Identities = 36/36 (100%), Positives = 36/36 (100%) 

Query: 19 RAIEDGINYATGNLPGCSFS I FLLALLSCLTTPASA 54 
RAIEDGINYATGNLPGCSFS I FLLALLSCLTTPASA 
Sbjct: 156 RAIEDGINYATGNLPGCSFS I FLLALLSCLTTPASA 191 


□ > qi | 3550761 | dbj | BAA32665 . 1 [ polyprotein [Hepatitis C virus] 
Length = 3013 

Score = 74.7 bits (182), Expect = 5e-13 
Identities = 35/36 (97%), Positives = 36/36 (100%) 

Query:' 19 RAIEDGINYATGNLPGCSFS I FLLALLSCLTTPASA 54 
RA+EDGINYATGNLPGCS FS I FLLALLSCLTTPASA 
Sbjct: 156 RAVEDGINYATGNLPGCSFS I FLLALLSCLTTPASA 191 


□ > qi 110092591 dbj j BAA07 090 . 1 j core, env and part of E2/NS1 [Hepatitis C virus] 
Length = 414 

Score = 74.7 bits (182), Expect = 5e-13 
Identities = 35/36 (97%), Positives = 35/36 (97%) 

Query: 19 RAIEDGINYATGNLPGCSFS I FLLALLSCLTTPASA 54 
RAIEDGINYATGNLPGCS FS I FLLAL SCLTTPASA 
Sbjct: 156 RAIEDGINYATGNLPGCSFS I FLLALFSCLTT PAS A 191 


□ > qi 1 1066604 1 qb | AAC4218 6 . 1 1 core protein 

Length = 319 

Score = 74.7 bits (182), Expect = 5e-13 
Identities = 35/36 (97%), Positives = 36/36 (100%) 

Query: 19 RAIEDGINYATGNLPGCSFS I FLLALLSCLTTPASA 54 
RAIEDG+NYATGNLPGCSFS I FLLALLSCLTTPASA 
Sbjct: 156 RAIEDGVNYATGNLPGCSFS I FLLALLSCLTTPASA 191 


□ > qi | 601937 | dbj | BAA06739 . 1 1 core, env and part of E2/NS1 [Hepatitis C virus] 
Length = 415 
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Score =74.7 bits (182), Expect = 5e-13 
Identities = 35/36 (97%), Positives = 36/36 (100%) 

Query: 19 RAIEDGINYATGNLPGCSFSIFLLALLSCLTTPASA 54 
RA+EDGINYATGNLPGCS FSI FLLALLSCLTTPASA 
Sbjct : 156 RAVEDGINYATGNLPGCSFS I FLLALLSCLTTPASA 191 


□ > qi | 17 65889 | dbj [ BAA1362 6. 1 1 core, env and part of E2/NS1 [Hepatitis C virus] 
Length = 415 

Score = 74.3 bits (181), Expect = 6e-13 
Identities = 35/36 (97%), Positives = 36/36 (100%) 

Query: 19 RAIEDGINYATGNLPGCS FSI FLLALLSCLTTPASA 54 
RA+EDGINYATGNLPGCS FSI FLLALLSCLTTPASA 
Sbjct: 156 RAVEDGINYATGNLPGCSFS I FLLALLSCLTTPASA 191 


□ > qi |17 658 83| dbj | BAA1362 3 . 1 1 core, env and part of E2/NS1 [Hepatitis C virus] 
Length = 415 

Score = 74.3 bits (181), Expect = 6e-13 
Identities = 35/36 (97%), Positives = 36/36 (100%) 

Query: 19 RAIEDGINYATGNLPGCS FSI FLLALLSCLTTPASA 54 

RA+EDGINYATGNLPGCS FSI FLLALLSCLTTPASA 
Sbjct: 156 RAVEDGINYATGNLPGCSFS I FLLALLSCLTTPASA 191 


□ > qi | 532 457 | qb | AAA2107 5 . 1 1 polyprotein 

Length = 191 

Score = 74.3 bits (181), Expect = 6e-13 
Identities = 34/36 (94%), Positives = 35/36 (97%) 

Query: 19 RAIEDGINYATGNLPGCS FSI FLLALLSCLTTPASA 54 
RA+EDGINYATGNLPGCS FS I FLLALLSCLT PASA 
Sbjct: 156 RAVEDGINYATGNLPGCSFSIFLLALLSCLTVPASA 191 


D > qi |3550759[ dbj | BAA32 664 . 1 1 polyprotein [Hepatitis C virus] 

Length = 3019 

Score = 74.3 bits (181), Expect = 7e-13 
Identities = 35/36 (97%), Positives = 36/36 (100%) 

Query: 19 RAIEDGINYATGNLPGCS FSI FLLALLSCLTTPASA 54 
RAIEDGINYATGNLPGCSFSIF+LALLSCLTTPASA 
Sbjct: 156 RAIEDGINYATGNLPGCS FSI FI LALLSCLTT PASA 191 
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□ > qi | 532459 | gb 1 AAA21076. 1 1 polyprotein 
Length = 191 

Score = 74.3 bits (181), Expect = 7e-13 
Identities = 34/36 (94%), Positives = 35/36 (97%) 

Query: 19 RAIEDGINYATGNLPGCSFSIFLLALLSCLTTPASA 54 
RA+EDGINYATGNLPGCSFSIFLLAL SCLTTPASA 
Sb jet : 156 RALEDGINYATGNLPGCSFSIFLLALFSCLTTPASA 191 


□ > qi | 532465 | qb | AAA2107 9 . 1 1 polyprotein 

Length = 191 

Score = 73.9 bits (180), Expect = 7e-13 
Identities = 34/36 (94%), Positives = 35/36 (97%) 

Query: .19 RAIEDGINYATGNLPGCSFSIFLLALLSCLTTPASA 54 
RA+EDGINYATGNLPGCSFSIFLLALLSCLT PASA 
Sb jet : 156 RAVEDGINYATGNLPGCSFSIFLLALLSCLTVPASA 191 


D > qi 112463771 dbj | BAA09976. 1 1 polyprotein [Hepatitis C virus] 
Length = 191 

Score = 73.9 bits (180), Expect = 8e-13 
Identities = 34/36 (94%), Positives = 35/36 (97%) 

Query: 19 RAIEDGINYATGNLPGCSFSIFLLALLSCLTTPASA 54 
R +EDGINYATGNLPGCSFSIFLLALLSCLTTPASA 
Sbjct: 156 RWEDGINYATGNLPGCS FS I FLLALLS CLTT PASA 191 


D > qi 114808511 qb 1 AAB88 630 . 1 1 polyprotein 

Length = 191 

Score = 73.9 bits (180), Expect = 8e-13 
Identities = 33/36 (91%), Positives = 35/36 (97%) 

Query: 19 RAIEDGINYATGNLPGCSFS I FLLALLS CLTT PASA 54 
R +EDG+NYATGNLPGCSFSIFLLALLSCLTTPASA 
Sbjct: 156 RVLEDGVNYATGNLPGCSFS I FLLALLS CLTT PASA 191 


□ > qi | 532383 | qb | AAA21038 . 1 1 polyprotein 
Length = 191 

Score = 73.9 bits (180), Expect = 9e-13 
Identities = 33/36 (91%), Positives = 35/36 (97%) 

Query: 19 RAIEDGINYATGNLPGCSFS I FLLALLS CLTT PASA 54 
R +EDG+NYATGNLPGCSFS I FLLALLS CLTT PASA 
Sbjct: 156 RVLEDGVNYATGNLPGCSFS I FLLALLS CLTT PASA 191 
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□ > qi I 532463 | qb I AAA2107 8 . 1 1 polyprotein 

Length = 191 

Score =73.6 bits (179), Expect = le-12 
Identities = 34/36 (94%), Positives = 35/36 (97%) 

Query: 19 RAIEDGINYATGNLPGCSFS I FLLALLSCLTTPASA 54 
RA+EDGINYATGNLPGCSFSIFLLALLSCLT PASA 
Sbjct: 156 RALEDGINYATGNLPGCSFSIFLLALLSCLTVPASA 191 


□ > qi |21670857| dbj | BAC02438 . 1 1 polyprotein [Hepatitis C virus type lb] 
Length = 191 

Score = 73.6 bits (179), Expect = le-12 
Identities = 33/36 (91%), Positives = 35/36 (97%) 

Query: 19 RAIEDGINYATGNLPGCSFSIFLLALLSCLTTPASA 54 
R +EDG+NYATGNLPGCSFS I FLLALLSCLTTPASA 
Sbjct: 156 RVLEDGVNYATGNLPGCS FS I FLLALLSCLTTPASA 191 


D > qi | 1765866 | dbj 1 BAA13614 . 1 1 core, env and part of E2/NS1 [Hepatitis C virus] 
Length = 414 

Score = 73.6 bits (179), Expect = le-12 
Identities = 35/36 (97%), Positives = 36/36 (100%) 

Query: 19 RAIEDGINYATGNLPGCSFS I FLLALLSCLTTPASA 54 
RAIEDG+NYATGNLPGCSFS I FLLALLSCLTTPASA 
Sbjct: 156 RAIEDGVNYATGNLPGCSFS I FLLALLSCLTTPASA 191 


D > qi |3283982| qb | AAC25417 . 1 1 core protein [Hepatitis C virus] 
Length = 191 

Score = 73.6 bits (179), Expect = le-12 
Identities = 33/36 (91%), Positives = 35/36 (97%) 

Query: 19 RAIEDGINYATGNLPGCSFS I FLLALLSCLTTPASA 54 
R +EDG+NYATGNLPGCSFSI FLLALLSCLTTPASA 
Sbjct: 156 RVLEDGVNYATGNLPGCSFS I FLLALLSCLTTPASA 191 


D > qi 11765875 1 dbj I BAA13619 . 1 1 core, env and part of E2/NS1 [Hepatitis C virus] 
Length = 414 

Score = 73.6 bits (179), Expect = le-12 
identities = 35/36 (97%), Positives = 35/36 (97%) 

Query: 19 RAIEDGINYATGNLPGCSFS I FLLALLSCLTTPASA 54 
R IEDGINYATGNLPGCSFSI FLLALLSCLTTPASA 
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Sbjct: 156 RVIEDGINYATGRLPGCSFSIFLLALLSCLTTPASA 191 


□ > qi 11765877 1 dbj | BAA13620 . 1 1 core, env and part of E2/NS1 [Hepatitis C virus] 
Length - 414 

Score = 73.6 bits (179), Expect = le-12 
Identities = 35/36 (97%), Positives = 35/36 (97%) 

Query: 19 RAIEDGINYATGNLPGCSFSIFLLALLSCLTTPASA 54 
R IEDGINYATGNLPGCSFSIFLLALLSCLTTPASA 
Sbjct: 156 RVIEDGINYATGNLPGCSFSIFLLALLSCLTTPASA 191 


□ > qi | 18148524 | dbj | BAB83298 . 1 1 core protein [Hepatitis C virus] 
Length = 191 

Score = 73.6 bits (179), Expect = le-12 
Identities = 33/36 (91%), Positives = 35/36 (97%) 

Query: 19 RAIEDGINYATGNLPGCSFS I FLLALLSCLTTPASA 54 
R +EDG+NYATGNLPGCSFS I FLLALLSCLTTPASA 
Sbjct: 156 RVLEDGVNYATGNLPGCSFSI FLLALLSCLTTPASA 191 


D > qi |21670875| dbj | BAC02447 . 1 1 polyprotein [Hepatitis C virus type lb] 
Length = 191 

Score = 73.6 bits (179), Expect = le-12 
Identities = 33/36 (91%), Positives = 35/36 (97%) 

Query: 19 RAIEDGINYATGNLPGCSFS I FLLALLSCLTTPASA 54 

R +EDG+NYATGNLPGCSFSI FLLALLSCLTTPASA 
Sbjct: 156 RVLEDGVNYATGNLPGCS FS I FLLALLSCLTTPASA 191 


D > qi | 1009265 | dbj 1 BAA07093 . 1 1 core, env and part of E2/NS1 [Hepatitis C virus] 
Length = 415 

Score = 73.6 bits (179), Expect = le-12 
Identities = 34/36 (94%), Positives = 36/36 (100%) 

Query: 19 RAIEDGINYATGNLPGCSFS I FLLALLSCLTTPASA 54 
RAIEDG+NYATGNLPGCSFSIF+LALLSCLTTPASA 
Sbjct: 156 RAIEDGVNYATGNLPGCSFSIFILALLSCLTTPASA 191 


D > qi 11009267 1 dbj | BAA07094 . 1 1 core, env, and part of E2/NS1 [Hepatitis C virus] 
Length = 415 

Score = 73.2 bits (178), Expect = le-12 
Identities = 34/36 (94%), Positives = 36/36 (100%) 
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Query: 
Sbjct : 


19 RAIEDGINYATGNLPGCSFSIFLLALLSCLTTPASA 54 
RAIEDG+NYATGNLPGCSFSIF+LALLSCLTTPASA 
156 RAI EDGVNYATGNLPGCS FS I FI LALLS CLTTPASA 191 


□ > qi 118148498 1 dbj I BAB832 85 . 1 1 core protein [Hepatitis C virus] 

qi 1 18148502 | dbj 1 BAB83287 . 1 1 core protein [Hepatitis C virus] 
Length = 191 

Score = 73.2 bits (178), Expect = le-12 
Identities = 33/36 (91%), Positives = 35/36 (97%) 

Query: 19 RAIEDGINYATGNLPGCSFS I FLLALLSCLTT PASA 54 
R +EDG+NYATGNLPGCS FS I FLLALLS CLTT PASA 
Sbjct: 156 RVLEDGVNYATGNLPGCSFS I FLLALLS CLTT PAS A 191 


D > qi |18148512| dbj | BAB83292 . 1 1 core protein [Hepatitis C virus] 
Length = 191 

Score = 73.2 bits (178), Expect = le-12 
Identities = 33/36 (91%), Positives = 35/36 (97%) 

Query: 19 RAIEDGINYATGNLPGCSFS I FLLALLS CLTTPASA 54 
R +EDG+NYATGNLPGCS FS I FLLALLS CLTTPASA 
Sbjct: 156 RVLEDGVNYATGNLPGCS FS I FLLALLS CLTT PASA 191 


D > qi 1216708791 dbj | BAC02449 . 1 | polyprotein [Hepatitis C virus type lb] 
Length = 191 

Score = 73.2 bits (178), Expect = le-12 
Identities = 33/36 (91%), Positives = 35/36 (97%) 

Query: 19 RAIEDGINYATGNLPGCSFS I FLLALLSCLTT PASA 54 
R +EDG+NYATGNLPGCS FS I FLLALLS CLTTPASA 
Sbjct: 156 RVLEDGVNYATGNLPGCSFS I FLLALLS CLTT PASA 191 


□ > qi |18148514| dbj | BAB83293 . 1 1 core protein [Hepatitis C virus] 
Length - 191 

Score - 73.2 bits (178), Expect = le-12 
Identities = 33/36 (91%), Positives = 35/36 (97%) 

Query: 19 RAIEDGINYATGNLPGCSFS I FLLALLS CLTT PAS A 54 
R +EDG+NYATGNLPGCSFS I FLLALLS CLTT PASA 
Sbjct: 156 RVLEDGVNYATGNLPGCSFS I FLLALLS CLTT PASA 191 


D > qi 1181485061 dbj | BAB83289 . 1 1 core protein [Hepatitis C virus] 
qi 1181485081 dbj | BAB83290 . 1 | core protein [Hepatitis C virus] 

qi 1181485161 dbj | BAB83294 . 1 1 core protein [Hepatitis C virus] 
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qi | 18148518 | dbj | BAB83295 . 1 | core protein [Hepatitis 
qi | 18148520 [ dbj | BAB83296. 1 | core protein [Hepatitis 
qi | 18148522 1 dbj | BAB83297 . 1 | core protein [Hepatitis 
qi | 18148526 | dbj 1 BAB83299 . 1 1 core protein [Hepatitis 
qi I 18148528 | dbj 1 BAB83300 . 1 1 core protein [Hepatitis 
qi I 18148530 | dbj | BAB83301 . 1 1 core protein [Hepatitis 
qi 1 18148532 | dbj | BAB83302 . 1 1 core protein [Hepatitis 
qi 1 18148536 | dbj [ BAB83304 . 1 1 core protein [Hepatitis 
qi I 18148618 | dbj | BAB83345 . 1 1 core protein [Hepatitis 
qi |18148721[ dbj | BAB83392 . 1 1 core protein [Hepatitis 
qi | 18148727 | dbj | BAB83395 . 1 | core protein [Hepatitis 
Length = 191 

Score = 73.2 bits (178), Expect = le-12 
Identities = 33/36 (91%), Positives = 35/36 (97%) 

Query: 19 RAIEDGINYATGNLPGCSFS I FLLALLSCLTT PASA 54 
R +EDG+NYATGNLPGCS FS I FLLALLSCLTT PAS A 
Sb jet : 156 RVLEDGVNYATGNLPGCS FS I FLLALLSCLTT PASA 191 


virus] 

virus] 

virus] 

virus] 

virus] 

virus] 

virus] 

virus] 

virus] 

virus] 

virus] 


□ > qi |18148725| dbj | BAB83394 . 1 1 core protein [Hepatitis C virus] 
Length = 191 

Score = 73.2 bits (178), Expect = le-12 
Identities = 33/36 (91%), Positives = 35/36 (97%) 

Query: 19 RAIEDGINYATGNLPGCSFS I FLLALLSCLTT PASA 54 
R +EDG+NYATGNLPGCSFS I FLLALLSCLTT PASA 
Sbjct: 156 RVLEDGVNYATGNLPGCSFS I FLLALLSCLTT PASA 191 


D > qi 1181485341 dbj | BAB83303 . 1 1 core protein [Hepatitis C virus] 
Length = 191 

Score = 73.2 bits (178), Expect = le-12 
Identities = 33/36 (91%), Positives = 35/36 (97%) 

Query: 19 RAIEDGINYATGNLPGCSFS I FLLALLSCLTT PASA 54 
R +EDG+NYATGNLPGCSFS I FLLALLSCLTT PASA 
Sbjct: 156 RVLEDGVNYATGNLPGCS FS I FLLALLSCLTT PASA 191 


D > qi 114808531 qb | AAB88631 . 1 1 polyprotein 

Length = 191 

Score = 73.2 bits (178), Expect = le-12 
Identities = 33/36 (91%), Positives = 35/36 (97%) 

Query: 19 RAIEDGINYATGNLPGCSFS I FLLALLSCLTT PAS A 54 
R +EDG+NYATGNLPGCSFS I FLLALLSCLTT PASA 
Sbjct: 156 RVLEDGVNYATGNLPGCSFS I FLLALLSCLTT PASA 191 
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Database: All non-redundant GenBank CDS 

translations+PDB+SwissProt+PIR+PRF excluding environmental samples 
Posted date: May 11, 2004 12:59 AM 

Number of letters in database: 593,787,773 
Number of sequences in database: 1,798,171 

Lambda K H 

0.323 0.138 0.415 

Gapped 

Lambda K H 

0.267 0.0410 0.140 


Matrix: BLOSUM62 

Gap Penalties: Existence: 11, Extension: 1 

Number of Hits to DB: 11,208,408 

Number of Sequences: 1798171 

Number of extensions: 208187 

Number of successful extensions: 723 

Number of sequences better than 10.0: 234 

Number of HSP's better than 10.0 without gapping: 234 

Number of HSP's successfully gapped in prelim test: 0 

Number of HSP's that attempted gapping in prelim test: 488 

Number of HSP's gapped (non-prelim): 235 

length of query: 54 

length of database: 593,787,773 

effective HSP length: 27 

effective length of query: 27 

effective length of database: 545,237,156 

effective search space: 14721403212 

effective search space used: 14721403212 

T: 11 

A: 40 

XI: 16 ( 7.5 bits) 

X2 : 38 (14.6 bits) 

X3 : 64 (24.7 bits) 

SI: 41 (22.0 bits) 

S2 : 68 (30.8 bits) 
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